Supplementary Table 3 Supplementary Table 3 : Bioinformatics analysis of splice variants of SPARC family proteins. Alternative transcripts of the wider SPARC family were obtained from the ENSEMBL database. The total number of CDS transcripts is indicated in the first column. Only protein coding variants for which the complete CDS is known were included in further analyses. For these sequences, FASTA sequences were downloaded and the respective product molecular weight was calculated using the Protein Molecular Weight Bioinformatics tool.
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Supplementary Figure 1: Detection of Hevin isoforms using a C-terminal antibody.
Isoforms of Hevin expressed in PS-1 cells were determined by western blot using an anti-Hevin antibody specific to the C' terminus of Hevin. Images representative of n=3 from 3 independent replicates, where the labelled bands were consistently observed. 
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